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a b s t r a c t

The mitogen-activated protein (MAP) kinase extracellular-signal-regulated kinases (ERKs)
are activated by diverse mechanisms. These include ligation of receptor tyrosine kinases
such as epidermal growth factor (EGF) and cell adhesion receptors such as the integrins.
In general, ligand binding of these receptors leads to GTP loading and activation of the
small GTPase Ras, which recruits Raf to the membrane where it is activated. Raf sub-
sequently phosphorylates the dual specificity MAP/ERK kinase (MEK1/2) which in turn
phosphorylates and thereby activates ERK. ERK is a promiscuous kinase and can phospho-
rylate more than 100 different substrates. Therefore activation of ERK can affect a broad
array of cellular functions including proliferation, survival, apoptosis, motility, transcription,
caffold
hosphatase

metabolism and differentiation. ERK activity is controlled by many distinct mechanisms.
Scaffold proteins control when and where ERK is activated while anchoring proteins can
restrain ERK localization to specific subcellular compartments. Meanwhile, phosphatases
dephosphorylate and inactivate ERK thereby shutting off the pathway. Finally, several feed-
back mechanisms have been identified downstream of ERK activation. Here we will focus

on the diverse mechanisms of ERK regulation in mammalian cells.

© 2008 Elsevier Ltd. All rights reserved.
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1. Introduction

Extracellular-signal-regulated kinases (ERKs) are mem-
bers of the larger family of mitogen-activated protein
kinases that also includes ERK5, the c-JunNH2-terminal
kinases (JNKs) and the p38 MAP kinases. The MAP kinases
are conserved in all eukaryotes and have been studied
intensely in a number of model organisms since their orig-
inal discovery more than 20 years ago (for a brief history
of the MAP kinase field see Avruch, 2007). Here we will
focus specifically on the regulation of ERK1 and ERK2 in
mammalian cells to present a detailed picture of the known
mechanisms by which this MAP kinase is regulated. Many
of these mechanisms are shared by other family members.

ERK1 and ERK2 are 84% identical and share many func-
tions (Lloyd, 2006). For this reason they will be referred to
here by the traditional designation ERK1/2. The functions
attributed to ERK1/2 at both the cellular and physio-
logical levels are diverse. ERK1/2 modulates cell cycle
progression, proliferation, cytokinesis, transcription, differ-
entiation, senescence, cell death, migration, GAP junction
formation, actin and microtubule networks, neurite exten-
sion and cell adhesion. Physiologically, ERK1/2 is required
for immune system development, homeostasis and antigen
activation, memory formation, heart development, and the
response to many hormones, growth factors and insulin.
However, ERK1 and ERK2 are not entirely functionally
redundant. For example, ERK2 null mice are embryonic
lethal by E8.5 (Saba-El-Leil et al., 2003; Hatano et al., 2003)
while ERK1 null mice have a generally normal phenotype
(Nekrasova et al., 2005; Pages et al., 1999). Aberrations in
ERK1/2 signaling are known for a wide range of patholo-
gies including many cancers, diabetes, viral infection, and
cardiovascular disease. Given such a diverse and potent
collection of functions it is not surprising that an equally
diverse collection of mechanisms for ERK regulation have
evolved.

MAP kinases are activated in response to many different
signals including those originating at growth factor recep-
tors, integrins, src and fyn, and G-protein coupled receptors
(Fig. 1). The activation of ERK has predominantly been
found at the plasma membrane but ERK is also activated
on endomembranes (Bivona and Philips, 2003; Teis et al.,
2002). The canonical ERK MAP kinase cascade (see Fig. 1) is
stimulated upon the binding of extracellular growth factors
such as EGF and PDGF to their respective transmembrane
receptor tyrosine kinases (RTKs). The subsequent auto-
phosphorylation of the cytoplasmic tails of the receptor on
tyrosine leads to the recruitment of Grb-2, which binds the
guanine exchange factor SOS. Recruitment of SOS to the
membrane promotes its interaction with the membrane
localized small GTPase Ras and results in GTP loading and
activation of Ras (Omerovic et al., 2007). This is followed
by the sequential recruitment and activation of the kinases
Raf, MEK, and ERK.

Rafs are a group of three serine/threonine kinases

(A-Raf, B-Raf, C-Raf) whose regulation is complex and
continues to be elucidated (Claperon and Therrien, 2007;
Raabe and Rapp, 2003; Kolch, 2005). In brief, Raf is main-
tained in its inactive state in the cytosol by association with
14-3-3 and possibly connector enhancer of KSR (CNK). A
istry & Cell Biology 40 (2008) 2707–2719

14-3-3 dimer binds the phosphorylated N-terminal (S259)
and C-terminal sites (S621) on Raf, keeping Raf in a closed,
catalytically inactive conformation. Upon growth factor
stimulation, Raf translocates to the plasma membrane
where it binds GTP-loaded Ras. Ras binding displaces the
14-3-3 interaction with the N-terminal site (S259) allow-
ing this site to be dephosphorylated by the phosphatase
PP2A. Dephosphorylation of this site causes the release
of 14-3-3 thereby allowing conformational changes in Raf
that open its kinase domain to further activating events.
This includes phosphorylation of Raf at multiple sites by
kinases such as PKC and src (for reviews see Leicht et al.,
2007; Wellbrock et al., 2004). Heterodimerization of Raf
isoforms via 14-3-3 also appears to play a critical role as B-
Raf has been shown to augment C-Raf activation (Garnett
et al., 2005; Rushworth et al., 2006). Once activated, Raf
phosphorylates and activates MEK. Full activation of MEK
is obtained only when it is phosphorylated by both Raf and
PAK1 (Frost et al., 1997; Frost et al., 1996). MEK is a dual
specificity kinase that binds to inactive ERK and retains it
in the cytoplasm (Fukuda et al., 1997). Upon activation, MEK
phosphorylates ERK at both the threonine and the tyrosine
residues of the conserved Thr-Glu-Tyr (T183-E-Y185) motif in
the phosphorylation loop. Active ERK is then released from
MEK and can dimerize and translocate into the nucleus.
In the nucleus ERK may phosphorylate many substrates
including transcription factors. Alternatively, in the cyto-
plasm ERK can phosphorylate a separate set of substrates
including kinases and cytoskeletal proteins (Fig. 2).

Upon activation ERK1/2 can phosphorylate over 100
possible substrates with diverse functions (Yoon and Seger,
2006). ERK1/2 are kinases that in general phosphorylate
serine/threonine residues that are followed by a proline
(S/T-P). There are two well-defined docking domains that
mediate ERK binding to the various substrates. These are
the D-domain (also known as the DEJL motif) and the
DEF-domain (also known as the FxFP motif) (Biondi and
Nebreda, 2003; Zhang and Dong, 2007). The DEF-domain
is characterized by an S/T-P phosphorylation site adjacent
to the sequence Phe-x-Phe-Pro (FxFP). Examples of sub-
strates including this sequence are the transcription factor
c-Fos and the phosphatase DUSP1 (MKP-1). The D-domain
is a common binding site for many MAP kinases that was
first identified for JNK substrates and includes the sequence
Arg/Lys-x-x-Arg/Lys-x1-6-Leu-x-Leu (Kallunki et al., 1994).
This sequence can be found not only in ERK substrates such
as the RSKs but also in other ERK interacting proteins such
as the ERK kinase MEK1/2. Finally some ERK substrates con-
tain both docking domains such as the transcription factor
ELK-1 (Yang et al., 1998; Fantz et al., 2001). These docking
sites are bound independently by different portions of ERK
(Dimitri et al., 2005). The DEF domain binds to a region of
ERK that includes residues 185–261 that are adjacent to the
activation loop (containing the TEY sequence) while the D-
domain interacts with residues 316 and 319 of the so-called
CD domain of ERK (Tanoue et al., 2000; Lee et al., 2004).

These docking domains thus help direct the activated ERK
to specific available targets.

The output of ERK activation in a given cell is ultimately
determined by the set of substrates that it phosphorylates
in a specific context. Thus the results of ERK1/2 activa-
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Fig. 1. ERK Pathway regulation by feedback loops and phosphatases. Activation of the ERK MAP kinase pathway by the EGF receptor is depicted in its simplest
form. The ERK pathway can also be activated by G-protein coupled receptors, integrins, the tyrosine kinases Src/Fyn, and other receptor tyrosine kinases.
Upon activation by EGF ligation, EGF receptor autophosphorylates at multiple tyrosine residues on its cytoplasmic face. This promotes the recruitment
of the SH2 domain containing Grb-2, which in turn recruits the guanine nucleotide exchange factor SOS. SOS activates release of GDP from Ras which
subsequently binds GTP. GTP bound Ras recruits RAF to the membrane where it is activated by multiple phosphorylations and de-phosphorylations. Raf
phosphorylates two serine residues in the activation loop of MEK1/2. MEK is a dual specificity kinase that phosphorylates ERK on both threonine and
tyrosine in the conserved TEY motif of the activation loop. PAK1 phosphorylation of MEK1/2 also contributes to its activation (not shown). Activated ERK
can phosphorylate more than 100 substrates at various locations in the cell. The dimerized form of ERK actively translocates into the nucleus where it
phosphorylates many transcription factors. ERK phosphorylation of MEK and possibly Raf can inactivate the pathway at those steps creating a negative
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RK phosphorylation of Raf is also reported to enhance activation of the E
hosphatases (DUSPs) that can inactivate ERK in either the cytoplasm or th
y direct phosphorylation. PP2A function is complex and it is reported to

ion are as diverse as the available substrates (Fig. 2). For
xample at the plasma membrane ERK phosphorylation
f connexin43 downregulates GAP junction communica-
ion (Warn-Cramer et al., 1998; Warn-Cramer et al., 1996)
hereas ERK activation of Myosin Light Chain Kinase

MLCK) regulates cell migration (Klemke et al., 1997). In
he nucleus ERK can activate various transcription factors
ncluding ELK-1 (Yang et al., 1998; Rao and Reddy, 1994)
nd c-Fos (Chen et al., 1996; Chen et al., 1993; Murphy
t al., 2002) in addition to kinases such as MSK-1 (Deak
t al., 1998). In other cases the outcome of ERK activa-
ion involves as yet undefined substrates. For example ERK
ctivity inactivates integrin-mediated cell adhesion by an
ndetermined mechanism (Hughes et al., 1997). Therefore
he substrates available to ERK in a given cell can define the
utcome of ERK activation for that cell.

One of the most potent mechanisms for shutting off
AP kinase signaling is by dephosphorylation of the

hreonine and tyrosine residues of the conserved TEY

equence in the activation loop. This is mitigated by a
amily of dual specificity threonine/tyrosine MAP kinase
hosphatases (MKPs) also known as dual specificity phos-
hatases (DUSPs) (Owens and Keyse, 2007; Theodosiou and
shworth, 2002). Of these MKPs, 7 can dephosphorylate
hich can inhibit the ERK pathway by phosphorylating SOS. Interestingly
way. Finally, there are several phosphatases including the dual specificity
s. ERK can upregulate transcription of some of these or alter their activity
ctivate MEK and ERK, while contributing to the activation of Raf.

ERK1/2 (Fig. 1). MKPs can be localized to the cytoplasm,
the nucleus, or travel between both. Some of these MKPs
are encoded by genes that are transcriptionally activated
by ERK (MKP1) and this can provide a feedback loop
to downregulate ERK activity. ERK-directed phosphatases
have been recently reviewed elsewhere (Owens and Keyse,
2007; Kondoh and Nishida, 2006; Junttila et al., 2008) and
will not be discussed in detail here.

2. Regulation by feedback loops

Of particular interest to the regulation of ERK are ERK
substrates that feedback on the ERK pathway to increase
(positive feedback) or decrease (negative feedback) ERK
activity. These substrates could exert control over the inten-
sity and duration of ERK signaling. Signal duration is of
primary importance in determining the outcome of ERK
activation (Murphy and Blenis, 2006). Evidence for the
importance of signal duration came from observations that

only the sustained activation of ERK induced by NGF and
not the transient activation induced by EGF, could cause dif-
ferentiation of pheochromocytoma cells (PC12) and neurite
extension (Nguyen et al., 1993; Traverse et al., 1992). Similar
correlations were found for other ERK stimulated behaviors
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Fig. 2. The diversity of ERK1/2 substrates. ERK has more than 100 known
substrates. The diversity of these substrates is indicated by showing
examples of substrates with divergent functions. ERK targets both tran-
scription factors and kinases in the nucleus. It can also phosphorylate
various kinases and structural proteins in the cytosol, while at the plasma
membrane it targets proteins that regulate cell adhesion, cell–cell commu-

nication, and cell survival. The outcome of activation of the ERK pathway
in a given cell will therefore be determined in part by where the active
ERK is targeted in the cell and which substrates it has access to at those
locations.

in the transformation of fibroblasts (Mansour et al., 1994),
and the development of T cells (Sharp et al., 1997) and
macrophages (Whalen et al., 1997). These observations led
to the first models to suggest that ERK specificity resulted
in part from signal duration (Marshall, 1995).

There are several points of negative feedback in the ERK
pathway (Figure 1). MEK is one target and can be inhibited
by ERK phosphorylation of MEK1/2 at Thr292 (Eblen et al.,
2004) and Thr212 (Sundberg-Smith et al., 2005). Phospho-
rylation prevents further enhancement of MEK activity by
PAK1 (Slack-Davis et al., 2003) and thereby reduces acti-
vation of ERK. Phosphorylation of Raf at multiple sites by
ERK provides a second possible feedback loop mechanism
(Dougherty et al., 2005). Hyperphosphorylation of these
sites prevents Raf interaction with the Ras GTPase and
promotes its dephosphorylation by the phosphatase PP2A.
Finally, one of the first negative feedback targets identi-
fied was the guanine nucleotide exchange factor SOS, which
activates Ras (Corbalan-Garcia et al., 1996). ERK-dependent
phosphorylation of SOS in proximity to its proline rich
sequences inhibits SOS interaction with the SH3 domains
of Grb-2. This prevents recruitment of SOS to the plasma
membrane thereby reducing Ras activation. SOS phos-
phorylation is mediated in vivo predominantly by RSK2
(Douville and Downward, 1997) which is a serine/threonine
kinase directly activated by ERK in the cytoplasm (Hauge
and Frodin, 2006). The activation or transcriptional upreg-
ulation of phosphatases by ERK is an alternative negative
feedback mechanism. These various ERK activated negative
feedback loops provide one means by which to limit signal

duration and to return the pathway to the basal state.

There are also examples of ERK substrates and down-
stream pathway targets that increase ERK activity by
positive feedback. Interestingly, ERK phosphorylation of Raf
at several sites is also reported to enhance RAF activity
istry & Cell Biology 40 (2008) 2707–2719

(Balan et al., 2006). ERK phosphorylates already active Raf
to increase its activity 4 fold. Interestingly, some of the sites
identified in this work were the same as those involved in
inhibition. What determines whether ERK phosphorylation
results in Raf inhibition or activation remains unresolved.
A second positive feedback loop involves the phosphory-
lation of the cytosolic phosphatase DUSP6 (MKP3). DUSP6
is a dual specificity phosphatase that inactivates ERK by
dephosphorylating it (Muda et al., 1996). ERK phospho-
rylates DUSP6 at two serine residues (S159 and S197)
and this targets DUSP6 for degradation in the proteasome
(Marchetti et al., 2005). This is the opposite of the effect of
ERK phosphorylation of the nuclear DUSP1 (MKP-1) which
is stabilized by ERK phosphorylation contributing to a neg-
ative feedback loop (Brondello et al., 1999; Brondello et
al., 1997). Thus regulation of phosphatases appears to be
central in controlling ERK activity levels.

The importance of both positive and negative feedback
loops in regulating ERK signal duration was re-iterated by
a series of experiments that again utilized the differentia-
tion of PC-12 cells in response to NGF. In these experiments
the ERK signaling network was systematically perturbed by
using RNAi to downregulate protein levels at each step of
the signaling module. A method called modular response
analysis (MRA) (Kholodenko et al., 2002) was then used to
determine how each step in the pathway affected the other
in response to either NGF or EGF. On EGF stimulation the
ERK signaling network exhibited only negative feedback,
while NGF stimulated only positive feedback. This corre-
sponds to the observation that EGF activates only transient
ERK activity, while NGF activates sustained ERK activity.
When the pathways are rewired (by altering PKC activity)
to allow EGF to activate sustained ERK activity and NGF to
activate transient ERK activity, EGF is able to induce neu-
rite outgrowth (Santos et al., 2007). This work illustrates the
promise of combining mathematical modeling with exper-
imentation to sort out the mechanisms that regulate signal
transduction pathways.

Thus multiple signals can activate the core Raf/MEK/ERK
signaling module. The specific signals that are active in
a given context appear to be responsible for determining
the intensity and duration of ERK signaling. Meanwhile
active ERK has an extensive set of possible substrates and
an equally extensive list of functional outcomes. We now
turn to how this multi-functional pathway is regulated by
accessory proteins of four general types: upstream scaf-
folds, downstream scaffolds, anchors, and inhibitors.

3. Upstream scaffolds: enhancing and targeting
activation of ERK

The yeast MAP kinase scaffold Ste5p was the first MAP
kinase scaffold identified and remains the prototypical
scaffold (Schwartz and Madhani, 2004). Scaffold proteins
bind two or more components of a signaling pathway
to bring them into close proximity and thereby facilitate

their functional interaction—for example enhancing kinase
phosphorylation of a substrate (Dhanasekaran et al., 2007).
In addition, scaffolds can target these multi-enzyme sig-
naling modules to different cellular locations and thereby
enhance phosphorylation of a specific subset of down-
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tream substrates. Scaffolds also affect the duration of the
ignal, prevent crosstalk among similar pathways, and can
ink the activation of the signaling module to a specific
pstream activating signal. Scaffolds themselves may be
egulated and can in this way integrate the signaling of two
r more signal transduction networks.

The relative stoichiometry of a scaffold to its binding
artners can have dramatic and opposing effects on the
ignaling module (Levchenko et al., 2000; Yu et al., 1998).
caffolds at relatively low levels do not sufficiently enhance
inase binding to substrate and so signaling is below opti-
um. In contrast when the scaffold is in significant excess

o the kinase and substrate, signaling is impaired. This is
he result of the scaffold binding the kinase and substrate
ndependently and in this way preventing their functional
nteraction. The ERK scaffold KSR was one of the first pro-
osed to behave in this way (Cacace et al., 1999; Yu et
l., 1998). This effect is called “combinatorial inhibition”
Fig. 3) and has been observed for most ERK scaffolds
nd quantitatively modeled for a generic scaffold protein
Levchenko et al., 2000). The model predicts that scaffold-
inase complexes can effectively regulate signal specificity,
fficiency, and amplitude. Moreover the location of the
ptimum signal enhancement is determined by the con-
entrations of the kinases rather than by their binding
onstants for the scaffold. Thus scaffolds can provide speci-
city to the multi-potent ERK MAP Kinase pathway. Some
xamples of the best studied of these are touched upon
riefly below (Fig. 4).

Kinase suppressor of Ras (KSR; binds Raf, MEK1/2, ERK1/2,

4-3-3): Kinase suppressor of Ras (KSR) is the best studied
caffold in the ERK pathway (Claperon and Therrien, 2007).
SR proteins were initially identified in genetic screens

n both Drosophila and C. elegans that were designed to

ig. 3. Combinatorial inhibition of kinase activity by scaffolds. Scaffold proteins can
f a signaling pathway and thereby enhance signaling through that part of the path
o particular sites in the cell (such as endosomes). The ability of scaffolds to regulat
t optimal concentrations of scaffold to kinase and substrate in this model, there is o

s in excess of the kinase and substrate concentrations, it binds each individually
nhibition”. This is important for understanding the potential conflicting function

hich scaffolds are overexpressed.
istry & Cell Biology 40 (2008) 2707–2719 2711

identify proteins required for Ras-mediated phenotypes
(Kornfeld et al., 1995; Sundaram and Han, 1995; Therrien
et al., 1995). Two KSR proteins are present in mammals,
KSR1 and KSR2. These are structurally similar to Raf and
contain a similar kinase domain though it is unclear if this
domain is functional (Ritt et al., 2005; Therrien et al., 1995).
KSR binds to Raf (Roy et al., 2002), Mek (Denouel-Galy et al.,
1998), and ERK (Yu et al., 1998). Moreover, like Raf, KSR also
interacts with 14-3-3 and this may stabilize the interaction
of KSR with Raf (Xing et al., 1997). Thus KSR can form a com-
plex with all the components of the ERK module and this
complex is present in vivo in normal mouse brain lysates
but not in mKSR1-deficient mice (Nguyen et al., 2002).
KSR expression is required for optimum ERK activation and
works in a manner exactly analogous to that described for
scaffolds above. That is, at optimum levels of expression
KSR increases ERK activity whereas at expression levels in
excess of its cognate ligands, it inhibits activation of ERK
(Denouel-Galy et al., 1998; Yu et al., 1998). Moreover, muta-
tions that prevent KSR interaction with Raf or MEK act
as loss of function mutants (Roy et al., 2002; Stewart et
al., 1999; Muller et al., 2000). Finally, KSR1 knockout mice
have defects in T-cell activation (Nguyen et al., 2002) and
are less prone to Ras-induced tumors than the wildtype
mice (Kortum and Lewis, 2004; Lozano et al., 2003). These
effects appear to result directly from KSR modulation of
ERK signaling.

Regulation of KSR is mediated by the E3 ubiquitin lig-
ase IMP1 (Matheny et al., 2004). IMP1 inactivates KSR by
indirectly causing its hyperphosphorylation and seques-

tration in a triton-insoluble compartment. This limits the
functional assembly of Raf/MEK complexes. Upon stimu-
lation, RAS-GTP recruits IMP1 to the membrane where it
auto-ubiquitinates and is degraded, allowing KSR to form

promote the formation of a complex containing two or more components
way. In addition scaffolds can target the multi-enzyme signaling modules
e signal transduction is multi-faceted. Depicted is a binary scaffold model.
ptimum kinase phosphorylation of substrate. However, when the scaffold
and in this way prevents their interaction. This is called “combinatorial

s of scaffolds in vivo as well as for interpreting data from experiments in



2712 J.W. Ramos / The International Journal of Biochemistry & Cell Biology 40 (2008) 2707–2719

Fig. 4. ERK regulation by scaffolds and anchors. The iconic ERK MAP kinase pathway is depicted. Scaffolds can form multi-enzyme complexes with upstream
components of the pathway and thereby modulate ERK activation. Most of the upstream scaffolds identified thus far form complexes with Raf, Mek1/2,
and ERK1/2. One exception is MP-1 which binds to Mek1 and ERK1 only (indicated by the “*”). PEA-15 is proposed to be a downstream scaffold that targets
ERK1/2 to Rsk2. Many of these scaffolds also serve to target the ERK pathway to specific locations in the cell. For example MP-1 can target the MEK/ERK

t specifi
s (DUSP
K bindi
complex to endosomes. Other proteins serve as anchors to maintain ERK a
proteins may also regulate ERK activity such as the nuclear phosphatase
In contrast, Mxi2 promotes nuclear translocation of ERK by promoting ER
inactive ERK from the nucleus.

activating Raf/MEK complexes. KSR is therefore a regulated
scaffold of the ERK MAP kinase pathway.

Connector enhancer of KSR (CNK1; binds Raf-1): Screens
in Drosophila designed to identify functional partners of
KSR led to the isolation of CNK (Therrien et al., 1998). CNK
is essentially a large, non-catalytic adapter protein. There
are three known CNK isoforms in mammals (Rabizadeh et
al., 2004; Lanigan et al., 2003). In mammalian cells CNK
binds only Raf and not other components of the ERK module
suggesting that perhaps CNK can mediate non-ERK related
activities of Rafs (Lanigan et al., 2003). CNK enhances Ras
and Src activation of Raf-1 (Ziogas et al., 2005; Jaffe et al.,
2004). In this way it enhances activation of ERK down-
stream of Raf. CNK binds to so many signaling proteins
from different pathways that it remains difficult to deter-
mine precisely the mechanism by which it regulates the
ERK module in mammals and the role of this activity in vivo.
However experiments in Drosophila suggest that CNK is
intimately involved in the activation of Raf by Ras (Douziech
et al., 2006). In Drosophila, CNK recruits KSR and Raf before
there is an activation signal. CNK recruits KSR through a
novel protein named Hyphen (HYP) (Douziech et al., 2006)
and binds directly to Raf. Upon activation of receptor tyro-
sine kinases, the kinase Src42 binds an RTK phosphorylated

site on CNK (pY1163) thereby releasing an inhibitory effect
of this site on Raf (Laberge et al., 2005) and this allows Raf
activation by Ras. At this point Raf is in its fully open con-
firmation which may then interact with KSR (also tethered
to CNK) to stabilize its activation and facilitate activation
c locations in the cell such as the Golgi, cytosol or nucleus. Some of these
s) and MEK1/2, while others appear to function solely as anchors (Sef).

ng to the nuclear pore proteins, while MEK1/2 may aid in the removal of

of its target, MEK (Claperon and Therrien, 2007). It remains
to be determined if CNK can perform a similar function in
mammalian cells.

MEK Partner-1 (MP-1; binds MEK1 and ERK1) and Morg1
(binds Raf, MEK, ERK): MP1 was originally identified as
a MEK1 binding protein in yeast two-hybrid screens
(Schaeffer et al., 1998). MP1 selectively binds MEK1 and
ERK1, but not MEK2. This enhances their interaction and
leads to increased ERK activity (Schaeffer et al., 1998). This
complex is targeted to late endosomes by the interaction
of MP-1 with the endosome protein p14 (Wunderlich et al.,
2001). Both MP-1 and p14 are required for MP-1 enhanced
activation of ERK at the endosome (Teis et al., 2002). The
MP-1/p14 complex also interacts with PAK1 and enhances
PAK1 phosphorylation and activation of MEK during cell
adhesion and spreading on fibronectin (Pullikuth et al.,
2005). Whether MP-1 can form these molecular complexes
and act as a scaffold in vivo is yet to be determined. MP-
1 was used as bait in a yeast two-hybrid screen and was
found to interact with a 35 KDa protein called MORG-1
(Vomastek et al., 2004). Morg-1 binds Rafs, MEK1/2, ERK1/2
and MP-1 in a high molecular weight complex. It enhances
ERK activation in response to serum, lysophosphatidic acid
(LPA), and phorbol ester (PMA), but has no effect on EGF-

stimulation of ERK. Moreover, RNAi-mediated silencing of
MORG-1 inhibited serum and LPA stimulation of ERK, but
did not alter EGF stimulation of ERK (Vomastek et al., 2004).
This suggests that MORG1 is specific for G-protein coupled
receptor signaling. Though MP-1 and MORG1 co-localize at
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esicles, it remains unclear how they interact, if at all, to
acilitate ERK activation.

IQGAP1 (binds B-Raf, MEK1 and ERK1): IQGAP inter-
cts with a wide variety of proteins and can influence
he actin-cytoskeleton, cell–cell adhesion and transcription
s a result (Sacks, 2006). IQGAP binds B-Raf (Ren et al.,
007), MEK (Roy et al., 2005) and ERK (Roy et al., 2004)
nd facilitates activation of the Raf/ERK signaling module
n response to EGF stimulation. B-Raf is not significantly
ctivated by EGF in IQGAP1 null cells and a Raf-binding defi-
ient IQGAP1 is likewise unable to promote ERK activation
Ren et al., 2007). IQGAP1 alone is able to activate B-Raf
n vitro by an undetermined mechanism. IQGAP1 is over-
xpressed in breast cancer. Moreover, IQGAP1 contributes
o proliferation, anchorage independent growth, and the
nvasive potential of MCF-7 breast cancer cells (Jadeski et
l., 2008). Thus IQGAP1 scaffolding functions for the ERK
athway in addition to effects on cdc42/Rac signaling may
ontribute significantly to tumorigenesis. IQGAP1 scaffold-
ng is also reported to mediate hippocampal N-cadherin

emory consolidation (Schrick et al., 2007). Hence IQGAP1
s proving to be an intriguing new scaffold and it will be
mportant to determine if it interacts with other scaffolds,
or example MP1 which also modulates adhesion initiated
RK signals, in mediating its many functions.

ˇ-Arrestin 1,2 (binds Raf-1, MEK1, ERK2): The Arrestins
ere originally isolated as proteins that inactivated GPCR

ignaling by mediating receptor internalization (Luttrell,
006; DeWire et al., 2007). They have now been found to
lso act as scaffolds for ERK signaling (Luttrell, 2003). �-
rrestin 1 and 2 can bind to Raf, MEK and ERK (Defea et al.,
000a,b) and enhance cytosolic ERK activity at the expense
f ERK-mediated transcription in the nucleus (Tohgo et al.,
002). The �-arrestin/ERK complex forms during endocy-
osis of the GPCR and the active ERK is present on the early
ndosomes (Defea et al., 2000b). The mechanism by which
he ERK module is activated on the endosomes is not clearly
efined, but is presumed to involve juxtaposition of the
odule with internalized growth factor receptors. In this
ay �-arrestins may provide a scaffold that acts specifically

n GPCR signaling.
There are many other suggested upstream scaffolds for

he ERK pathway including Sur-8 (binds Ras and Raf-1) (Li
t al., 2000; Sieburth et al., 1998), MEKK1 (binds Raf-1,
EK1, ERK2) (Karandikar et al., 2000), Major Vault Pro-

ein (binds SHP-2 and ERK) (Kolli et al., 2004); and Paxillin
binds Raf, MEK, ERK, FAK) (Brown and Turner, 2004; Ishibe
t al., 2003). With so many scaffolds available, very specific
onduits for the relay of ERK signaling can be built that send
ignals from a specific receptor complex to specific cellular
ocations and perhaps also modulate signal duration. Thus
caffolds allow the cell to turn a multi-potent signal into a
pecific outcome and utilize a single kinase module to do
ore than one job.

. Downstream scaffolds: targeting ERK to specific

ubstrates

Given how effectively scaffolds provide control and
pecificity to the activation of ERK, it has been attractive
o postulate that there may be scaffolds that target ERK
istry & Cell Biology 40 (2008) 2707–2719 2713

to a specific subset of substrates. This would provide a
mechanism by which the promiscuous ERK could be con-
trolled to provide a specific outcome in a given cell. Until
very recently there were no examples of these “down-
stream scaffolds” described in mammalian cells for any
MAP kinase. The first candidate in this class was a protein
called JNK-associated-leucine zipper protein (JLP) which
tethers JNK or p38 to the transcription factors c-Myc and
Max (Lee et al., 2002). JLP also binds the upstream kinases
of the JNK module MEKK3 and MKK4. No similar protein
has yet been identified for ERK activation of transcription.

Thus far the best candidate for a downstream scaffold
for targeting ERK to a specific substrate is the phospho-
protein PEA-15. PEA-15 was originally characterized as
a phosphoprotein enriched in astrocytes (Araujo et al.,
1993) and was subsequently found to block H-Ras activated
ERK signaling to integrins (Ramos et al., 1998). Moreover,
PEA-15 generally suppresses ERK signaling in that it also
blocks ERK activation of transcription when overexpressed
(Formstecher et al., 2001). PEA-15 in these experiments
binds to ERK1/2 and prevents nuclear accumulation of
ERK in response to H-Ras or growth factor stimulation
(see below). PEA-15 also binds RSK2 and can similarly
affect RSK2 function when overexpressed (Vaidyanathan
and Ramos, 2003). RSK2 is a substrate of ERK and so these
observations immediately suggested that PEA-15 might act
as a scaffold for ERK and RSK2. Indeed PEA-15 expression
enhances ERK binding, phosphorylation and activation of
RSK2 at low levels while at very high levels of expres-
sion PEA-15 blocks all of these events (Vaidyanathan et al.,
2007) in a manner reminiscent of combinatorial inhibition
(see above and Fig. 3). In this way PEA-15 is reminiscent
of MP-1 and KSR and may be the first example of a down-
stream scaffold for ERK. As PEA-15 protein expression is
primarily found in astrocytes and lymphocytes it might be
that in these cells ERK activation in some contexts is pre-
dominantly directed to RSK2. The availability of PEA-15 for
binding to ERK can be influenced by the phosphorylation
of PEA-15 by PKC and CamK II (Renganathan et al., 2005). In
this way, whether ERK is directed to RSK2 by PEA-15 could
be controlled by signals from these pathways. This provides
a model by which ERK targeting to a specific outcome may
be due in part to the downstream scaffolds available. The
targeting of ERK to particular substrates by scaffolds would
provide a significant level of specificity to ERK signaling and
perhaps provide focal points for the integration of other
signal transduction pathways with the ERK pathway.

5. Regulation by localization

The concept of regulating kinases by anchoring them
to specific cellular locations has been validated in many
signaling systems. However, it has perhaps been shown
most systematically for protein kinase A (PKA) where a
diverse group of A-kinase anchoring proteins (AKAPs) has
been defined (Smith et al., 2006). The localization of ERK

is clearly an important component of controlling its activ-
ity. The translocation of ERK into the nucleus is important
for many ERK functions. For example, active ERK2 retained
in the cytoplasm is unable to promote neurite extension
in PC12 cells, whereas its nuclear targeting results in neu-
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rite outgrowth (Robinson et al., 1998). Similarly, ERK that
is artificially localized to the cytoplasm is incapable of acti-
vating the c-fos promoter and progression into S phase
in response to mitogenic stimulation (Brunet et al., 1999;
Hochholdinger et al., 1999). It is therefore not surpris-
ing that several proteins have been found to restrict ERK
localization or facilitate its targeting to specific cellular
compartments (Fig. 4). In some cases a single protein can
both target ERK localization to a specific cellular compart-
ment and serve as a scaffold at that site (MP1 and PEA-15).

Rapid nuclear translocation of ERK requires phospho-
rylation of ERK by MEK. Part of the mechanism for the
translocation is the phosphorylation-dependent dimer-
ization of ERK2 (Khokhlatchev et al., 1998; Cobb and
Goldsmith, 2000). Phosphorylation at the TEY motif by
MEK1/2 results in a conformational change in ERK2 that
allows the C-terminal portion (residues 309–358) to inter-
act with the activation loop (Canagarajah et al., 1997).
This exposes a dimer interface that includes leucines 333,
336, and 344 that has been identified in the crystal struc-
ture to mediate ERK2 homodimer formation (Canagarajah
et al., 1997). This dimerization occurs at 7.5 nM which
is below the intracellular concentrations of phosphory-
lated ERK2 (>100 nM) and so is likely to occur in cells
(Ferrell and Machleder, 1998). The dimerization does not
occur between different MAP kinases. The mechanism by
which ERK dimerization promotes ERK nuclear translo-
cation remains incompletely determined, though it may
involve the exposure of a nuclear import sequence in ERK2
(Cobb and Goldsmith, 2000). Finally the import of active,
phosphorylated ERK requires energy and cytosolic factors
(Ranganathan et al., 2006). These observations regarding
the active import of phosphorylated, dimerized ERK are
in contrast to the energy- and carrier-independent, facili-
tated diffusion shown to mediate the nuclear accumulation
of monomeric, non-phosphorylated ERK (Adachi et al.,
1999; Ranganathan et al., 2006). In the case of monomeric
ERK, nuclear localization may be the result of direct bind-
ing of ERK1/2 to the nuclear pore proteins (called Nups)
(Matsubayashi et al., 2001; Yazicioglu et al., 2007). Aside
form nuclear translocation, dimerization of ERK might also
modulate ERK interaction with a substrate or other regula-
tory proteins such as scaffolds. This would be a mechanism
to specify both ERK nuclear localization and enhance sub-
strate specificity.

The ERK kinase MEK1/2 can prevent nuclear accumula-
tion of inactive ERK (Rubinfeld et al., 1999). MEK was shown
to mediate the export of inactive, monomeric ERK from the
nucleus by a leptomycin B sensitive mechanism (Adachi et
al., 2000). This was shown to be mediated by CRM1 interac-
tion with the NES in MEK. Interestingly Cobb and Goldsmith
have proposed that the dimerization of activated ERK may
mask the MEK binding site and thereby contribute to the
nuclear accumulation of the dimer (Cobb and Goldsmith,
2000). MEK-mediated export of ERK provides a mechanism
by which the inactive ERK can re-associate with MEK and

return to the cytoplasm for future activation.

The phosphoprotein PEA-15 described above as a possi-
ble downstream scaffold of ERK and RSK2 can also anchor
ERK1/2 in the cytoplasm (Formstecher et al., 2001). PEA-15
is a 15 KDa phosphoprotein that consists of a death effector
istry & Cell Biology 40 (2008) 2707–2719

domain (DED) and an unstructured carboxy-terminal tail
(Hill et al., 2002). PEA-15 binds tightly to ERK regardless
of ERK phosphorylation state (Formstecher et al., 2001).
The predominant binding site is the carboxy-terminal 15
residues of PEA-15 (Hill et al., 2002; Callaway et al., 2007)
which interact with the MAP kinase insert of ERK which is
structurally adjacent to the phosphorylation loop (Chou et
al., 2003; Whitehurst et al., 2004). The mechanism by which
PEA-15 prevents nuclear accumulation is not completely
resolved. Leptomycin B promotes PEA-15 accumulation in
the nucleus and PEA-15 has a NES that is required to main-
tain it in the cytoplasm suggesting CRM1-dependent export
of PEA-15. When the NES is mutated both PEA-15 and ERK
accumulate in the nucleus though PEA-15 binding to ERK
is unchanged (Formstecher et al., 2001). These data indi-
cate PEA-15 can mediate export of ERK from the nucleus
via its NES in a manner analogous to that of MEK1/2.
Alternatively, in experiments where the plasma membrane
has been stripped away and exogenous PEA-15 in various
combinations with ERK is added, PEA-15 prevents nuclear
import into the nucleus (Whitehurst et al., 2004). PEA-15
also prevents ERK binding to nuclear pores in competition
assays. Thus PEA-15 may prevent ERK translocation into the
nucleus by blocking ERK binding to the pores (Whitehurst
et al., 2004). The resolution of these differences has not
been reported. It may be that the PEA-15/ERK complex in
cells includes other components that alter the relation-
ship of PEA-15 to the nucleoporin binding sites. Regardless,
PEA-15 null cells exhibit dramatically increased levels of
ERK in the nucleus in the absence of stimulus, and con-
comitant increases in c-Fos transcription and proliferation
(Formstecher et al., 2001). This indicates an essential role
for PEA-15 in regulating ERK distribution in the cells in
which it is expressed. Moreover, it now appears that the
cytoplasmic localization of ERK may also involve specific
targeting of ERK to RSK2 as described above.

Sef is another spatial regulator of ERK signaling that
has many functional similarities to PEA-15. Sef is thought
to be a transmembrane protein and was originally identi-
fied as an inhibitor Ras-mediated FGF signaling in Zebrafish
(Tsang et al., 2002; Furthauer et al., 2002). Sef blocks ERK
nuclear translocation without altering ERK phosphoryla-
tion of its cytoplasmic targets such as RSK2. Sef does this
by binding the activated forms of MEK and preventing the
stimulus-dependent dissociation of ERK from MEK (Torii
et al., 2004). Knockdown of Sef results in stimulus-induced
accumulation of ERK in the nucleus and activation of ELK-1.
The Sef/pMEK complex is localized both to membrane ruf-
fles and to the Golgi complex. Sef may therefore contribute
to control of ERK signaling by enhancing ERK activation at
these specific subcellular compartments.

It is interesting to note here that in fibroblasts Ras is
active in both the plasma membrane and at the Golgi
(Quatela and Philips, 2006). Furthermore, Ras localization
influences which pathways Ras activates in a cell. This
point was convincingly supported by observations in fis-

sion yeast that plasma membrane-targeted Ras1 mediates
signals regulating mating but not morphology. Conversely,
endomembrane-targeted Ras1 is only able to mediate sig-
nals regulating morphology but not mating (Onken et al.,
2006). It is therefore likely that proteins such as Sef enhance
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as activation of the ERK pathway at the Golgi or other
embranes by targeting ERK to these compartments.
In contrast to the effects of MEK, PEA-15 and Sef in pro-

oting ERK retention in the cytoplasm a protein called
xi2 has recently been identified that promotes stimulus-

ndependent accumulation of ERK in the nucleus (Casar
t al., 2007). Mxi2 is a p38� isoform that binds directly
o ERK1/2 and prolongs its activation specifically in the
ucleus (Sanz-Moreno et al., 2003). Mxi2 has no effect on
ytoplasmic ERK activity. Knockdown of Mxi2 results in a
eduction in both nuclear ERK1/2 and cellular proliferation.
his is apparently due to Mxi2 binding to nucleoporins and
hereby potentiating ERK proximity to the nuclear pores
Casar et al., 2007). Mxi2 also displaces PEA-15 from ERK
hus perturbing PEA-15’s localization of ERK to the cyto-
lasm. Mxi2 is the first example of a protein that promotes
timulus-independent import of ERK into the nucleus.

There is growing evidence that the dual specificity phos-
hatases (DUSPs) can anchor ERK in both the cytoplasm and
he nucleus (Karlsson et al., 2006). For example, DUSP6 can
nchor ERK2 in the cytoplasm by a mechanism dependent
n the NES of DUSP6 (Karlsson et al., 2004). In contrast,
everal ERK phosphatases can localize ERK to the nucleus.
USP5 contains a nuclear localization signal (NLS) adjacent

o the KIM in its amino-terminus. Moreover the expression
f DUSP5 causes the nuclear translocation and sequestra-
ion of inactive ERK2. This function is dependent on the NLS
nd the binding of DUSP to the CD domain or ERK2 (Mandl
t al., 2005). Recently DUSP2 and 4 have also been shown
o anchor ERK in the nucleus via their D-domains (Caunt
t al., 2008). Aside from phosphatases, only kinetochores
nd topoisomerase II have been proffered as examples of
uclear anchors (Shapiro et al., 1998). Given the signifi-
ant role of ERK in activating transcription in the nucleus,
nd the prolonged retention of ERK in the nucleus upon
timulation in some cells, it is expected that other nuclear
nchors will be identified. Hence, MKPs directly modulate
oth ERK1/2 activity and localization.

We have already met MP-1 (a MEK/ERK scaffold) above.
hile MP-1 was originally shown to act as a MEK1/ERK1

caffold it has subsequently been shown to be localized to
ate endosomes (Wunderlich et al., 2001). MP1 is localized
o late endosomes through its interaction with p14. Inter-
stingly loss of expression of either MP1 or p14 reduces
EK activation of ERK and the duration of the ERK1 signal

Teis et al., 2002). This indicates that MEK1 activation of
RK1 on endosomes is functionally significant. Hence, MP1
s a good example of a scaffold protein that also targets the
caffold to a specific cellular compartment.

Many viruses activate ERK during infection and require
ctive ERK to replicate. Interestingly, the alphaherpesvirus
egument protein Us2 binds ERK upon viral infection of a
ell (Lyman et al., 2006). Us2-ERK binding prevents translo-
ation of active ERK into the nucleus by sequestering it
t the plasma membrane and in a perinuclear vesicu-
ar compartment. Us2 does not alter ERK activity and is

equired along with ERK for viral replication. In this way,
nappropriate targeting of ERK in the cell may aid infec-
ion by localizing the ERK at sites where it promotes viral
eplication at the expense of host cell transcription and
roliferation.
istry & Cell Biology 40 (2008) 2707–2719 2715

Several anchor proteins have been identified for ERK
that can anchor ERK to various cellular compartments.
These include the nucleus, cytoplasm, plasma membrane,
Golgi and endosomes, thus far. Some of these proteins also
serve as scaffolds. Furthermore, loss of expression of these
proteins results in aberrant localization of ERK signaling
complexes and changes in proliferation and transcription.
Thus, anchors are an essential regulatory component of the
ERK pathway.

6. Inhibitors of ERK/MAPK signaling

One final category of ERK regulators are the non-
phosphatase inhibitors. The two best examples of these
are Raf kinase inhibitor protein (RKIP) and Sprouty. RKIP
binds to both Raf and MEK, but in doing so inhibits
their interaction (Yeung et al., 1999). Downregulation of
endogenous RKIP activates ERK signaling, supporting the
hypothesis that it functions as a negative regulator of ERK
signaling in vivo. In addition RKIP dissociates from Raf
upon mitogen stimulation thereby permitting activation
of MEK. Interestingly, RKIP is downregulated in a num-
ber of metastatic cancer cells (Fu et al., 2003; Chatterjee et
al., 2004; Schuierer et al., 2006, 2004). RKIP has also been
implicated in cell migration although the exact mechanism
is uncertain (Zhu et al., 2005). Given these data, RKIP is
currently thought to play a significant role as a metastasis
suppressor (Keller, 2004). This is an excellent example of
perturbations of an ERK regulator resulting in significant
pathology and reiterates the importance of these controls.

Sprouty was originally identified as a feedback inhibitor
of FGF signaling in Drosophila (Hacohen et al., 1998).
Sprouty and the Sprouty-related proteins with EVH1
Domain (SPRED) appear to work in part by inhibiting pro-
tein interactions. For example Sprouty4 binds B-Raf and
sequesters it to prevent Ras-independent activation of ERK
in response to vascular endothelial growth factor (but not
in response to EGF) (Sasaki et al., 2003). In another exam-
ple, Sprouty blocks Ras activation by binding to Grb-2, in
response to Src phosphorylation, and thereby impairs the
recruitment of SOS to the growth factor receptor (Gross et
al., 2001). Sprouty function is growth factor and cell type
specific and provides a mechanism for blocking activation
of Raf (and therefore ERK) in mammalian cells.

7. Concluding remarks

ERK1/2 are essential players in many cellular and phys-
iological signaling responses. Aberrant ERK1/2 signaling is
in part responsible for significant pathologies such as onco-
genesis. Because of this many MEK and ERK inhibitors are
being developed or are already in clinical trials for these dis-
eases. The ubiquitous nature of ERK signaling however may
result in significant side effects for these drugs. An alter-
native would be to develop drugs that specifically target
accessory proteins that regulate ERK function. For example

a drug that perturbs ERK interaction with a downstream
scaffold (such as PEA-15) or substrate (such as RSK2) might
block only that activity of ERK and permit other ERK func-
tions. Indeed one such drug has been identified for JNK. A
cell-penetrating, protease-resistant peptide was developed
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that blocks JNK binding to many of its targets including c-
Jun. This peptide effectively blocks JNK activation of c-fos
transcription in neurons and thereby protects neurons dur-
ing cerebral ischemia (Borsello et al., 2003). Drugs such as
these for ERK might be expected to have fewer side effects
and to better target specific ERK signaling anomalies. For
these reasons identification and characterization of ERK
regulatory proteins and their involvement in ERK related
diseases remains a very active area of investigation.

Acknowledgements

The author would like to thank Dr. Michelle L. Matter
for helpful discussions and review of this manuscript. The
author’s work is supported by grants from NIH (CA93849),
the DOD (05245002) and the Hawaii Community Founda-
tion (20061496).

References

Adachi M, Fukuda M, Nishida E. Two co-existing mechanisms for nuclear
import of MAP kinase: passive diffusion of a monomer and active
transport of a dimer. EMBO J 1999;18:5347–58.

Adachi M, Fukuda M, Nishida E. Nuclear export of MAP kinase (ERK)
involves a MAP kinase kinase (MEK)-dependent active transport
mechanism. J Cell Biol 2000;148:849–56.

Araujo H, Danziger N, Cordier J, Glowinski J, Chneiweiss H. Characteriza-
tion of PEA-15, a major substrate for protein kinase C in astrocytes. J
Biol Chem 1993;268:5911–20.

Avruch J. MAP kinase pathways: the first twenty years. Biochim Biophys
Acta 2007;1773:1150–60.

Balan V, Leicht DT, Zhu J, Balan K, Kaplun A, Singh-Gupta V, et al. Identifi-
cation of novel in vivo Raf-1 phosphorylation sites mediating positive
feedback Raf-1 regulation by extracellular signal-regulated kinase.
Mol Biol Cell 2006;17:1141–53.

Biondi RM, Nebreda AR. Signalling specificity of Ser/Thr protein kinases
through docking-site-mediated interactions. Biochem J 2003;372:
1–13.

Bivona TG, Philips MR. Ras pathway signaling on endomembranes. Curr
Opin Cell Biol 2003;15:136–42.

Borsello T, Clarke PG, Hirt L, Vercelli A, Repici M, Schorderet DF, et al. A pep-
tide inhibitor of c-Jun N-terminal kinase protects against excitotoxicity
and cerebral ischemia. Nat Med 2003;9:1180–6.

Brondello JM, Brunet A, Pouyssegur J, McKenzie FR. The dual specificity
mitogen-activated protein kinase phosphatase-1 and -2 are induced
by the p42/p44MAPK cascade. J Biol Chem 1997;272:1368–76.

Brondello JM, Pouyssegur J, McKenzie FR. Reduced MAP kinase
phosphatase-1 degradation after p42/p44MAPK-dependent phospho-
rylation. Science 1999;286:2514–7.

Brown MC, Turner CE. Paxillin: adapting to change. Physiol Rev 2004;84:
1315–39.

Brunet A, Roux D, Lenormand P, Dowd S, Keyse S, Pouyssegur J. Nuclear
translocation of p42/p44 mitogen-activated protein kinase is required
for growth factor-induced gene expression and cell cycle entry. EMBO
J 1999;18:664–74.

Cacace AM, Michaud NR, Therrien M, Mathes K, Copeland T, Rubin GM,
et al. Identification of constitutive and ras-inducible phosphoryla-
tion sites of KSR: implications for 14-3-3 binding, mitogen-activated
protein kinase binding, and KSR overexpression. Mol Cell Biol
1999;19:229–40.

Callaway K, Abramczyk O, Martin L, Dalby KN. The anti-apoptotic pro-
tein PEA-15 is a tight binding inhibitor of ERK1 and ERK2, which
blocks docking interactions at the D-recruitment site. Biochemistry
2007;46:9187–98.

Canagarajah BJ, Khokhlatchev A, Cobb MH, Goldsmith EJ. Activation
mechanism of the MAP kinase ERK2 by dual phosphorylation. Cell
1997;90:859–69.

Casar B, Sanz-Moreno V, Yazicioglu MN, Rodriguez J, Berciano MT, Lafarga

M, et al. Mxi2 promotes stimulus-independent ERK nuclear translo-
cation. EMBO J 2007;26:635–46.

Caunt CJ, Rivers CA, Conway-Campbell BL, Norman MR, McArdle CA.
EGF receptor and protein kinase C signaling to ERK2: Spatiotempo-
ral regulation of ERK2 by dual-specificity phosphatases. J Biol Chem
2008;283:6241–52.
istry & Cell Biology 40 (2008) 2707–2719

Chatterjee D, Bai Y, Wang Z, Beach S, Mott S, Roy R, et al. RKIP sensitizes
prostate and breast cancer cells to drug-induced apoptosis. J Biol Chem
2004;279:17515–23.

Chen RH, Juo PC, Curran T, Blenis J. Phosphorylation of c-Fos at the
C-terminus enhances its transforming activity. Oncogene 1996;12:
1493–502.

Chen RH, Tung R, Abate C, Blenis J. Cytoplasmic to nuclear signal trans-
duction by mitogen-activated protein kinase and 90 kDa ribosomal S6
kinase. Biochem Soc Trans 1993;21:895–900.

Chou FL, Hill JM, Hsieh JC, Pouyssegur J, Brunet A, Glading A, et al. PEA-15
binding to ERK1/2 MAPKs is required for its modulation of integrin
activation. J Biol Chem 2003;278:52587–97.

Claperon A, Therrien M. KSR and CNK: two scaffolds regulat-
ing RAS-mediated RAF activation. Oncogene 2007;26:3143–
58.

Cobb MH, Goldsmith EJ. Dimerization in MAP-kinase signaling. Trends
Biochem Sci 2000;25:7–9.

Corbalan-Garcia S, Yang SS, Degenhardt KR, Bar-Sagi D. Identification of
the mitogen-activated protein kinase phosphorylation sites on human
Sos1 that regulate interaction with Grb2. Mol Cell Biol 1996;16: 5674–
82.

Deak M, Clifton AD, Lucocq LM, Alessi DR. Mitogen- and stress-activated
protein kinase-1 (MSK1) is directly activated by MAPK and SAPK2/p38,
and may mediate activation of CREB. EMBO J 1998;17:4426–
41.

Defea KA, Vaughn ZD, O’Bryan EM, Nishijima D, Dery O, Bunnett NW. The
proliferative and antiapoptotic effects of substance P are facilitated
by formation of a beta -arrestin-dependent scaffolding complex. Proc
Natl Acad Sci USA 2000a;97:11086–91.

Defea KA, Zalevsky J, Thoma MS, Dery O, Mullins RD, Bunnett NW. beta-
arrestin-dependent endocytosis of proteinase-activated receptor 2 is
required for intracellular targeting of activated ERK1/2. J Cell Biol
2000b;148:1267–81.

Denouel-Galy A, Douville EM, Warne PH, Papin C, Laugier D, Calothy G, et
al. Murine Ksr interacts with MEK and inhibits Ras-induced transfor-
mation. Curr Biol 1998;8:46–55.

DeWire SM, Ahn S, Lefkowitz RJ, Shenoy SK. Beta-arrestins and cell signal-
ing. Annu Rev Physiol 2007;69:483–510.

Dhanasekaran DN, Kashef K, Lee CM, Xu H, Reddy EP. Scaffold proteins of
MAP-kinase modules. Oncogene 2007;26:3185–202.

Dimitri CA, Dowdle W, MacKeigan JP, Blenis J, Murphy LO. Spatially sep-
arate docking sites on ERK2 regulate distinct signaling events in vivo.
Curr Biol 2005;15:1319–24.

Dougherty MK, Muller J, Ritt DA, Zhou M, Zhou XZ, Copeland TD, et
al. Regulation of Raf-1 by direct feedback phosphorylation. Mol Cell
2005;17:215–24.

Douville E, Downward J. EGF induced SOS phosphorylation in PC12 cells
involves P90 RSK-2. Oncogene 1997;15:373–83.

Douziech M, Sahmi M, Laberge G, Therrien M. A KSR/CNK complex
mediated by HYP, a novel SAM domain-containing protein, regulates
RAS-dependent RAF activation in Drosophila. Genes Dev 2006;20:
807–19.

Eblen ST, Slack-Davis JK, Tarcsafalvi A, Parsons JT, Weber MJ, Catling AD.
Mitogen-activated protein kinase feedback phosphorylation regulates
MEK1 complex formation and activation during cellular adhesion. Mol
Cell Biol 2004;24:2308–17.

Fantz DA, Jacobs D, Glossip D, Kornfeld K. Docking sites on substrate
proteins direct extracellular signal-regulated kinase to phosphorylate
specific residues. J Biol Chem 2001;276:27256–65.

Ferrell Jr JE, Machleder EM. The biochemical basis of an all-or-none cell
fate switch in Xenopus oocytes. Science 1998;280:895–8.

Formstecher E, Ramos JW, Fauquet M, Calderwood DA, Hsieh JC, Canton B,
et al. PEA-15 mediates cytoplasmic sequestration of ERK MAP kinase.
Dev Cell 2001;1:239–50.

Frost JA, Steen H, Shapiro P, Lewis T, Ahn N, Shaw PE, et al. Cross-cascade
activation of ERKs and ternary complex factors by Rho family proteins.
EMBO J 1997;16:6426–38.

Frost JA, Xu S, Hutchison MR, Marcus S, Cobb MH. Actions of Rho family
small G proteins and p21-activated protein kinases on mitogen-
activated protein kinase family members. Mol Cell Biol 1996;16:
3707–13.

Fu Z, Smith PC, Zhang L, Rubin MA, Dunn RL, Yao Z, et al. Effects of raf
kinase inhibitor protein expression on suppression of prostate cancer
metastasis. J Natl Cancer Inst 2003;95:878–89.

Fukuda M, Gotoh Y, Nishida E. Interaction of MAP kinase with MAP kinase

kinase: its possible role in the control of nucleocytoplasmic transport
of MAP kinase. EMBO J 1997;16:1901–8.

Furthauer M, Lin W, Ang SL, Thisse B, Thisse C. Sef is a feedback-
induced antagonist of Ras/MAPK-mediated FGF signalling. Nat Cell
Biol 2002;4:170–4.



iochem

G

G

H

H

H

H

H

H

I

J

J

J

K

K

K

K

K

K

K

K

K

K

K

K

K

L

J.W. Ramos / The International Journal of B

arnett MJ, Rana S, Paterson H, Barford D, Marais R. Wild-type and mutant
B-RAF activate C-RAF through distinct mechanisms involving het-
erodimerization. Mol Cell 2005;20:963–9.

ross I, Bassit B, Benezra M, Licht JD. Mammalian sprouty proteins inhibit
cell growth and differentiation by preventing ras activation. J Biol
Chem 2001;276:46460–8.

acohen N, Kramer S, Sutherland D, Hiromi Y, Krasnow MA. Sprouty
encodes a novel antagonist of FGF signaling that patterns apical
branching of the Drosophila airways. Cell 1998;92:253–63.

atano N, Mori Y, Oh-hora M, Kosugi A, Fujikawa T, Nakai N, et al. Essential
role for ERK2 mitogen-activated protein kinase in placental develop-
ment. Genes Cells 2003;8:847–56.

auge C, Frodin M. RSK and MSK in MAP kinase signalling. J Cell Sci
2006;119:3021–3.

ill JM, Vaidyanathan H, Ramos JW, Ginsberg MH, Werner MH. Recog-
nition of ERK MAP kinase by PEA-15 reveals a common docking
site within the death domain and death effector domain. EMBO J
2002;21:6494–504.

ochholdinger F, Baier G, Nogalo A, Bauer B, Grunicke HH, Uberall F. Novel
membrane-targeted ERK1 and ERK2 chimeras which act as dominant
negative, isotype-specific mitogen-activated protein kinase inhibitors
of Ras-Raf-mediated transcriptional activation of c-fos in NIH 3T3
cells. Mol Cell Biol 1999;19:8052–65.

ughes PE, Renshaw MW, Pfaff M, Forsyth J, Keivens VM, Schwartz MA,
et al. Suppression of integrin activation: a novel function of a Ras/Raf-
initiated MAP kinase pathway. Cell 1997;88:521–30.

shibe S, Joly D, Zhu X, Cantley LG. Phosphorylation-dependent paxillin-
ERK association mediates hepatocyte growth factor-stimulated
epithelial morphogenesis. Mol Cell 2003;12:1275–85.

adeski L, Mataraza JM, Jeong HW, Li Z, Sacks DB. IQGAP1 stimulates prolif-
eration and enhances tumorigenesis of human breast epithelial cells.
J Biol Chem 2008;283:1008–17.

affe AB, Aspenstrom P, Hall A. Human CNK1 acts as a scaffold pro-
tein, linking Rho and Ras signal transduction pathways. Mol Cell Biol
2004;24:1736–46.

unttila MR, Li SP, Westermarck J. Phosphatase-mediated crosstalk
between MAPK signaling pathways in the regulation of cell survival.
FASEB J 2008;22:954–65.

allunki T, Su B, Tsigelny I, Sluss HK, Derijard B, Moore G, et al. JNK2 con-
tains a specificity-determining region responsible for efficient c-Jun
binding and phosphorylation. Genes Dev 1994;8:2996–3007.

arandikar M, Xu S, Cobb MH. MEKK1 binds raf-1 and the ERK2 cascade
components. J Biol Chem 2000;275:40120–7.

arlsson M, Mandl M, Keyse SM. Spatio-temporal regulation of mitogen-
activated protein kinase (MAPK) signalling by protein phosphatases.
Biochem Soc Trans 2006;34:842–5.

arlsson M, Mathers J, Dickinson RJ, Mandl M, Keyse SM. Both nuclear-
cytoplasmic shuttling of the dual specificity phosphatase MKP-3 and
its ability to anchor MAP kinase in the cytoplasm are mediated by
a conserved nuclear export signal. J Biol Chem 2004;279:41882–
91.

eller ET. Metastasis suppressor genes: a role for raf kinase inhibitor pro-
tein (RKIP). Anticancer Drugs 2004;15:663–9.

hokhlatchev AV, Canagarajah B, Wilsbacher J, Robinson M, Atkinson M,
Goldsmith E, et al. Phosphorylation of the MAP kinase ERK2 promotes
its homodimerization and nuclear translocation. Cell 1998;93:605–15.

holodenko BN, Kiyatkin A, Bruggeman FJ, Sontag E, Westerhoff HV,
Hoek JB. Untangling the wires: a strategy to trace functional inter-
actions in signaling and gene networks. Proc Natl Acad Sci USA
2002;99:12841–6.

lemke RL, Cai S, Giannini AL, Gallagher PJ, de LP, Cheresh DA. Regula-
tion of cell motility by mitogen-activated protein kinase. J Cell Biol
1997;137:481–92.

olch W. Coordinating ERK/MAPK signalling through scaffolds and
inhibitors. Nat Rev Mol Cell Biol 2005;6:827–37.

olli S, Zito CI, Mossink MH, Wiemer EA, Bennett AM. The major vault
protein is a novel substrate for the tyrosine phosphatase SHP-2 and
scaffold protein in epidermal growth factor signaling. J Biol Chem
2004;279:29374–85.

ondoh K, Nishida E. Regulation of MAP kinases by MAP kinase phos-
phatases. Biochim Biophys Acta 2006.

ornfeld K, Hom DB, Horvitz HR. The ksr-1 gene encodes a novel pro-
tein kinase involved in Ras-mediated signaling in C. elegans. Cell

1995;83:903–13.

ortum RL, Lewis RE. The molecular scaffold KSR1 regulates the prolifera-
tive and oncogenic potential of cells. Mol Cell Biol 2004;24:4407–16.

aberge G, Douziech M, Therrien M. Src42 binding activity regulates
Drosophila RAF by a novel CNK-dependent derepression mechanism.
EMBO J 2005;24:487–98.
istry & Cell Biology 40 (2008) 2707–2719 2717

Lanigan TM, Liu A, Huang YZ, Mei L, Margolis B, Guan KL. Human homo-
logue of Drosophila CNK interacts with Ras effector proteins Raf and
Rlf. FASEB J 2003;17:2048–60.

Lee CM, Onesime D, Reddy CD, Dhanasekaran N, Reddy EP. JLP: A scaf-
folding protein that tethers JNK/p38MAPK signaling modules and
transcription factors. Proc Natl Acad Sci USA 2002;99:14189–94.

Lee T, Hoofnagle AN, Kabuyama Y, Stroud J, Min X, Goldsmith EJ, et al. Dock-
ing motif interactions in MAP kinases revealed by hydrogen exchange
mass spectrometry. Mol Cell 2004;14:43–55.

Leicht DT, Balan V, Kaplun A, Singh-Gupta V, Kaplun L, Dobson M, et al.
Raf kinases: function, regulation and role in human cancer. Biochim
Biophys Acta 2007;1773:1196–212.

Levchenko A, Bruck J, Sternberg PW. Scaffold proteins may biphasi-
cally affect the levels of mitogen-activated protein kinase signaling
and reduce its threshold properties. Proc Natl Acad Sci USA
2000;97:5818–23.

Li W, Han M, Guan KL. The leucine-rich repeat protein SUR-8 enhances
MAP kinase activation and forms a complex with Ras and Raf. Genes
Dev 2000;14:895–900.

Lloyd AC. Distinct functions for ERKs? J Biol 2006;5:13.
Lozano J, Xing R, Cai Z, Jensen HL, Trempus C, Mark W, et al. Deficiency of

kinase suppressor of Ras1 prevents oncogenic ras signaling in mice.
Cancer Res 2003;63:4232–8.

Luttrell LM. ‘Location, location, location’: activation and targeting of
MAP kinases by G protein-coupled receptors. J Mol Endocrinol
2003;30:117–26.

Luttrell LM. Transmembrane signaling by G protein-coupled receptors.
Methods Mol Biol 2006;332:3–49.

Lyman MG, Randall JA, Calton CM, Banfield BW. Localization of ERK/MAP
kinase is regulated by the alphaherpesvirus tegument protein Us2. J
Virol 2006;80:7159–68.

Mandl M, Slack DN, Keyse SM. Specific inactivation and nuclear anchor-
ing of extracellular signal-regulated kinase 2 by the inducible
dual-specificity protein phosphatase DUSP5. Mol Cell Biol 2005;25:
1830–45.

Mansour SJ, Matten WT, Hermann AS, Candia JM, Rong S, Fukasawa K, et
al. Transformation of mammalian cells by constitutively active MAP
kinase kinase. Science 1994;265:966–70.

Marchetti S, Gimond C, Chambard JC, Touboul T, Roux D, Pouyssegur J,
et al. Extracellular signal-regulated kinases phosphorylate mitogen-
activated protein kinase phosphatase 3/DUSP6 at serines 159 and
197, two sites critical for its proteasomal degradation. Mol Cell Biol
2005;25:854–64.

Marshall CJ. Specificity of receptor tyrosine kinase signaling: transient
versus sustained extracellular signal-regulated kinase activation. Cell
1995;80:179–85.

Matheny SA, Chen C, Kortum RL, Razidlo GL, Lewis RE, White MA. Ras regu-
lates assembly of mitogenic signalling complexes through the effector
protein IMP. Nature 2004;427:256–60.

Matsubayashi Y, Fukuda M, Nishida E. Evidence for existence of a nuclear
pore complex-mediated, cytosol-independent pathway of nuclear
translocation of ERK MAP kinase in permeabilized cells. J Biol Chem
2001;276:41755–60.

Muda M, Theodosiou A, Rodrigues N, Boschert U, Camps M, Gillieron C,
et al. The dual specificity phosphatases M3/6 and MKP-3 are highly
selective for inactivation of distinct mitogen-activated protein kinases.
J Biol Chem 1996;271:27205–8.

Muller J, Cacace AM, Lyons WE, McGill CB, Morrison DK. Identification of B-
KSR1, a novel brain-specific isoform of KSR1 that functions in neuronal
signaling. Mol Cell Biol 2000;20:5529–39.

Murphy LO, Blenis J. MAPK signal specificity: the right place at the right
time. Trends Biochem Sci 2006;31:268–75.

Murphy LO, Smith S, Chen RH, Fingar DC, Blenis J. Molecular interpretation
of ERK signal duration by immediate early gene products. Nat Cell Biol
2002;4:556–64.

Nekrasova T, Shive C, Gao Y, Kawamura K, Guardia R, Landreth G, et al.
ERK1-deficient mice show normal T cell effector function and are
highly susceptible to experimental autoimmune encephalomyelitis.
J Immunol 2005;175:2374–80.

Nguyen A, Burack WR, Stock JL, Kortum R, Chaika OV, Afkarian M, et
al. Kinase suppressor of Ras (KSR) is a scaffold which facilitates
mitogen-activated protein kinase activation in vivo. Mol Cell Biol
2002;22:3035–45.
Nguyen TT, Scimeca JC, Filloux C, Peraldi P, Carpentier JL, Van Obberghen
E. Co-regulation of the mitogen-activated protein kinase, extracellu-
lar signal-regulated kinase 1, and the 90-kDa ribosomal S6 kinase in
PC12 cells. Distinct effects of the neurotrophic factor, nerve growth
factor, and the mitogenic factor, epidermal growth factor. J Biol Chem
1993;268:9803–10.



iochem
2718 J.W. Ramos / The International Journal of B

Omerovic J, Laude AJ, Prior IA. Ras proteins: paradigms for com-
partmentalised and isoform-specific signalling. Cell Mol Life Sci
2007;64:2575–89.

Onken B, Wiener H, Philips MR, Chang EC. Compartmentalized signaling
of Ras in fission yeast. Proc Natl Acad Sci USA 2006;103:9045–50.

Owens DM, Keyse SM. Differential regulation of MAP kinase signalling by
dual-specificity protein phosphatases. Oncogene 2007;26:3203–13.

Pages G, Guerin S, Grall D, Bonino F, Smith A, Anjuere F, et al. Defective thy-
mocyte maturation in p44 MAP kinase (Erk 1) knockout mice. Science
1999;286:1374–7.

Pullikuth A, McKinnon E, Schaeffer HJ, Catling AD. The MEK1 scaffold-
ing protein MP1 regulates cell spreading by integrating PAK1 and Rho
signals. Mol Cell Biol 2005;25:5119–33.

Quatela SE, Philips MR. Ras signaling on the golgi. Curr Opin Cell Biol
2006;18:162–7.

Raabe T, Rapp UR. Ras signaling: PP2A puts Ksr and Raf in the right place.
Curr Biol 2003;13:R635–7.

Rabizadeh S, Xavier RJ, Ishiguro K, Bernabeortiz J, Lopez-Ilasaca M,
Khokhlatchev A, et al. The scaffold protein CNK1 interacts with
the tumor suppressor RASSF1A and augments RASSF1A-induced cell
death. J Biol Chem 2004;279:29247–54.

Ramos JW, Kojima TK, Hughes PE, Fenczik CA, Ginsberg MH. The death
effector domain of PEA-15 is involved in its regulation of integrin
activation. J Biol Chem 1998;273:33897–900.

Ranganathan A, Yazicioglu MN, Cobb MH. The nuclear localization of ERK2
occurs by mechanisms both independent of and dependent on energy.
J Biol Chem 2006;281:15645–52.

Rao VN, Reddy ES. elk-1 proteins interact with MAP kinases. Oncogene
1994;9:1855–60.

Ren JG, Li Z, Sacks DB. IQGAP1 modulates activation of B-Raf. Proc Natl
Acad Sci USA 2007;104:10465–9.

Renganathan H, Vaidyanathan H, Knapinska A, Ramos JW. Phosphory-
lation of PEA-15 switches its binding specificity from ERK/MAPK to
FADD. Biochem J 2005;390:729–35.

Ritt DA, Daar IO, Morrison DK. KSR Regulation of the Raf-MEK-ERK Cas-
cade. Methods Enzymol 2005;407:224–37.

Robinson MJ, Stippec SA, Goldsmith E, White MA, Cobb MH. A constitu-
tively active and nuclear form of the MAP kinase ERK2 is sufficient
for neurite outgrowth and cell transformation. Curr Biol 1998;8:
1141–50.

Roy F, Laberge G, Douziech M, Ferland-McCollough D, Therrien M. KSR is a
scaffold required for activation of the ERK/MAPK module. Genes Dev
2002;16:427–38.

Roy M, Li Z, Sacks DB. IQGAP1 binds ERK2 and modulates its activity. J Biol
Chem 2004;279:17329–37.

Roy M, Li Z, Sacks DB. IQGAP1 is a scaffold for mitogen-activated protein
kinase signaling. Mol Cell Biol 2005;25:7940–52.

Rubinfeld H, Hanoch T, Seger R. Identification of a cytoplasmic-retention
sequence in ERK2. J Biol Chem 1999;274:30349–52.

Rushworth LK, Hindley AD, O’Neill E, Kolch W. Regulation and role of Raf-
1/B-Raf heterodimerization. Mol Cell Biol 2006;26:2262–72.

Saba-El-Leil MK, Vella FD, Vernay B, Voisin L, Chen L, Labrecque N, et al.
An essential function of the mitogen-activated protein kinase Erk2 in
mouse trophoblast development. EMBO Rep 2003;4:964–8.

Sacks DB. The role of scaffold proteins in MEK/ERK signalling. Biochem Soc
Trans 2006;34:833–6.

Santos SD, Verveer PJ, Bastiaens PI. Growth factor-induced MAPK network
topology shapes Erk response determining PC-12 cell fate. Nat Cell Biol
2007;9:324–30.

Sanz-Moreno V, Casar B, Crespo P. p38alpha isoform Mxi2 binds to extra-
cellular signal-regulated kinase 1 and 2 mitogen-activated protein
kinase and regulates its nuclear activity by sustaining its phospho-
rylation levels. Mol Cell Biol 2003;23:3079–90.

Sasaki A, Taketomi T, Kato R, Saeki K, Nonami A, Sasaki M, et al. Mammalian
Sprouty4 suppresses Ras-independent ERK activation by binding to
Raf1. Nat Cell Biol 2003;5:427–32.

Schaeffer HJ, Catling AD, Eblen ST, Collier LS, Krauss A, Weber MJ. MP1: a
MEK binding partner that enhances enzymatic activation of the MAP
kinase cascade. Science 1998;281:1668–71.

Schrick C, Fischer A, Srivastava DP, Tronson NC, Penzes P, Radulovic J.
N-cadherin regulates cytoskeletally associated IQGAP1/ERK signaling
and memory formation. Neuron 2007;55:786–98.

Schuierer MM, Bataille F, Hagan S, Kolch W, Bosserhoff AK. Reduction in

Raf kinase inhibitor protein expression is associated with increased
Ras-extracellular signal-regulated kinase signaling in melanoma cell
lines. Cancer Res 2004;64:5186–92.

Schuierer MM, Bataille F, Weiss TS, Hellerbrand C, Bosserhoff AK. Raf kinase
inhibitor protein is downregulated in hepatocellular carcinoma. Oncol
Rep 2006;16:451–6.
istry & Cell Biology 40 (2008) 2707–2719

Schwartz MA, Madhani HD. Principles of MAP kinase signaling specificity
in Saccharomyces cerevisiae. Annu Rev Genet 2004;38:725–48.

Shapiro PS, Vaisberg E, Hunt AJ, Tolwinski NS, Whalen AM, McIntosh
JR, et al. Activation of the MKK/ERK pathway during somatic cell
mitosis: direct interactions of active ERK with kinetochores and reg-
ulation of the mitotic 3F3/2 phosphoantigen. J Cell Biol 1998;142:
1533–45.

Sharp LL, Schwarz DA, Bott CM, Marshall CJ, Hedrick SM. The influ-
ence of the MAPK pathway on T cell lineage commitment. Immunity
1997;7:609–18.

Sieburth DS, Sun Q, Han M. SUR-8, a conserved Ras-binding protein with
leucine-rich repeats, positively regulates Ras-mediated signaling in C.
elegans. Cell 1998;94:119–30.

Slack-Davis JK, Eblen ST, Zecevic M, Boerner SA, Tarcsafalvi A, Diaz HB, et
al. PAK1 phosphorylation of MEK1 regulates fibronectin-stimulated
MAPK activation. J Cell Biol 2003;162:281–91.

Smith FD, Langeberg LK, Scott JD. The where’s and when’s of kinase anchor-
ing. Trends Biochem Sci 2006;31:316–23.

Stewart S, Sundaram M, Zhang Y, Lee J, Han M, Guan KL. Kinase suppressor
of Ras forms a multiprotein signaling complex and modulates MEK
localization. Mol Cell Biol 1999;19:5523–34.

Sundaram M, Han M. The C. elegans ksr-1 gene encodes a novel Raf-
related kinase involved in Ras-mediated signal transduction. Cell
1995;83:889–901.

Sundberg-Smith LJ, Doherty JT, Mack CP, Taylor JM. Adhesion stimu-
lates direct PAK1/ERK2 association and leads to ERK-dependent PAK1
Thr212 phosphorylation. J Biol Chem 2005;280:2055–64.

Tanoue T, Adachi M, Moriguchi T, Nishida E. A conserved docking motif
in MAP kinases common to substrates, activators and regulators. Nat
Cell Biol 2000;2:110–6.

Teis D, Wunderlich W, Huber LA. Localization of the MP1-MAPK scaffold
complex to endosomes is mediated by p14 and required for signal
transduction. Dev Cell 2002;3:803–14.

Theodosiou A, Ashworth A. MAP kinase phosphatases. Genome Biol
2002;3 (REVIEWS3009).

Therrien M, Chang HC, Solomon NM, Karim FD, Wassarman DA, Rubin GM.
KSR, a novel protein kinase required for RAS signal transduction. Cell
1995;83:879–88.

Therrien M, Wong AM, Rubin GM. CNK, a RAF-binding multidomain pro-
tein required for RAS signaling. Cell 1998;95:343–53.

Tohgo A, Pierce KL, Choy EW, Lefkowitz RJ, Luttrell LM. beta-Arrestin scaf-
folding of the ERK cascade enhances cytosolic ERK activity but inhibits
ERK-mediated transcription following angiotensin AT1a receptor
stimulation. J Biol Chem 2002;277:9429–36.

Torii S, Kusakabe M, Yamamoto T, Maekawa M, Nishida E. Sef is a spatial
regulator for Ras/MAP kinase signaling. Dev Cell 2004;7:33–44.

Traverse S, Gomez N, Paterson H, Marshall C, Cohen P. Sustained activa-
tion of the mitogen-activated protein (MAP) kinase cascade may be
required for differentiation of PC12 cells. Comparison of the effects
of nerve growth factor and epidermal growth factor. Biochem J
1992;288(Pt 2):351–5.

Tsang M, Friesel R, Kudoh T, Dawid IB. Identification of Sef, a novel modu-
lator of FGF signalling. Nat Cell Biol 2002;4:165–9.

Vaidyanathan H, Opoku-Ansah J, Pastorino S, Renganathan H, Matter ML,
Ramos JW. ERK MAP kinase is targeted to RSK2 by the phosphoprotein
PEA-15. Proc Natl Acad Sci USA 2007;104:19837–42.

Vaidyanathan H, Ramos JW. RSK2 activity is regulated by its interaction
with PEA-15. J Biol Chem 2003;278:32367–72.

Vomastek T, Schaeffer HJ, Tarcsafalvi A, Smolkin ME, Bissonette EA, Weber
MJ. Modular construction of a signaling scaffold: MORG1 interacts
with components of the ERK cascade and links ERK signaling to specific
agonists. Proc Natl Acad Sci USA 2004;101:6981–6.

Warn-Cramer BJ, Cottrell GT, Burt JM, Lau AF. Regulation of connexin-
43 gap junctional intercellular communication by mitogen-activated
protein kinase. J Biol Chem 1998;273:9188–96.

Warn-Cramer BJ, Lampe PD, Kurata WE, Kanemitsu MY, Loo LW, Eckhart W,
et al. Characterization of the mitogen-activated protein kinase phos-
phorylation sites on the connexin-43 gap junction protein. J Biol Chem
1996;271:3779–86.

Wellbrock C, Karasarides M, Marais R. The RAF proteins take centre stage.
Nat Rev Mol Cell Biol 2004;5:875–85.

Whalen AM, Galasinski SC, Shapiro PS, Nahreini TS, Ahn NG. Megakary-
ocytic differentiation induced by constitutive activation of mitogen-

activated protein kinase kinase. Mol Cell Biol 1997;17:1947–58.

Whitehurst AW, Robinson FL, Moore MS, Cobb MH. The death effector
domain protein PEA-15 prevents nuclear entry of ERK2 by inhibiting
required interactions. J Biol Chem 2004;279:12840–7.

Wunderlich W, Fialka I, Teis D, Alpi A, Pfeifer A, Parton RG, et al. A novel 14-
kilodalton protein interacts with the mitogen-activated protein kinase



iochem

X

Y

Y

Y

J.W. Ramos / The International Journal of B

scaffold mp1 on a late endosomal/lysosomal compartment. J Cell Biol
2001;152:765–76.

ing H, Kornfeld K, Muslin AJ. The protein kinase KSR interacts with 14-3-3
protein and Raf. Curr Biol 1997;7:294–300.

ang SH, Yates PR, Whitmarsh AJ, Davis RJ, Sharrocks AD. The Elk-1
ETS-domain transcription factor contains a mitogen-activated protein
kinase targeting motif. Mol Cell Biol 1998;18:710–20.
azicioglu MN, Goad DL, Ranganathan A, Whitehurst AW, Goldsmith EJ,
Cobb MH. Mutations in ERK2 binding sites affect nuclear entry. J Biol
Chem 2007;282:28759–67.

eung K, Seitz T, Li S, Janosch P, McFerran B, Kaiser C, et al. Suppression
of Raf-1 kinase activity and MAP kinase signalling by RKIP. Nature
1999;401:173–7.
istry & Cell Biology 40 (2008) 2707–2719 2719

Yoon S, Seger R. The extracellular signal-regulated kinase: multi-
ple substrates regulate diverse cellular functions. Growth Factors
2006;24:21–44.

Yu W, Fantl WJ, Harrowe G, Williams LT. Regulation of the MAP kinase
pathway by mammalian Ksr through direct interaction with MEK and
ERK. Curr Biol 1998;8:56–64.

Zhang Y, Dong C. Regulatory mechanisms of mitogen-activated kinase

signaling. Cell Mol Life Sci 2007;64:2771–89.

Zhu S, Mc Henry KT, Lane WS, Fenteany G. A chemical inhibitor reveals
the role of Raf kinase inhibitor protein in cell migration. Chem Biol
2005;12:981–91.

Ziogas A, Moelling K, Radziwill G. CNK1 is a scaffold protein that regulates
Src-mediated Raf-1 activation. J Biol Chem 2005;280:24205–11.


	The regulation of extracellular signal-regulated kinase (ERK) in mammalian cells
	Introduction
	Regulation by feedback loops
	Upstream scaffolds: enhancing and targeting activation of ERK
	Downstream scaffolds: targeting ERK to specific substrates
	Regulation by localization
	Inhibitors of ERK/MAPK signaling
	Concluding remarks
	Acknowledgements
	References


